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Figure S2. Size distribution of prepared and sequenced fragments. 

Fragment size distributions are shown for Library C, which was prepared with the same 

protocol to Library B and sequenced with MiSeq; Library D and Library E derived from 

the 9 dpo embryo; Library F, Library G, and Library H from 30 dpo embryo. See Table 

1 and the legend of Figure 2 for details. 
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